An aerobic, non-motile actinobacterium, strain QAIII60 T , was isolated from virgin forest soil of Kanas Nature Reserve, Xinjiang, north-west China. The isolate produced a very scant aerial mycelium that fragmented into cylindrical spores and a non-fragmented substrate mycelium with occasional septa. Whole-cell hydrolysates contained meso-diaminopimelic acid, arabinose, galactose, glucose, ribose and rhamnose (trace). The diagnostic polar lipids were diphosphatidylglycerol, phosphatidylethanolamine, hydroxyphosphatidylethanolamine and ninhydrin-positive phosphoglycolipids. The major cellular fatty acids were iso-C 16 : 0 , iso-C 14 : 0 , iso-C 16 : 1 H and C 17 : 1 v6c. The isoprenoid quinones consisted of MK-9(H 4 ) and MK-10(H 2 ). The G+C content of the genomic DNA was 72.5 mol%. Phylogenetic analysis based on 16S rRNA gene sequences showed that strain QAIII60
The genus Actinophytocola was recently proposed by Indananda et al. (2010) . It is classified in the large family Pseudonocardiaceae (Embley et al., 1988; Labeda et al., 2011) , which currently encompasses 25 genera. At the time of writing, the genus Actinophytocola contains four species with validly published names: Actinophytocola oryzae (Indananda et al., 2010) as the type species, Actinophytocola timorensis and Actinophytocola corallina (Otoguro et al., 2011) and Actinophytocola burenkhanensis (Ara et al., 2011) . Members of the genus are aerobic, Gram-positive and non-acid-fast, form non-fragmented substrate mycelium and, on some media, produce aerial mycelium that fragments into spore chains or spore chain-like structures, but do not produce sporangium-like structures. The cell wall contains meso-diaminopimelic acid and the whole-cell sugars are arabinose and galactose (cell-wall chemotype IV sensu Lechevalier & Lechevalier, 1970) . Mycolic acids are absent. The major fatty acid, diagnostic menaquinone and polar phospholipid are iso-C 16 : 0 , MK-9(H 4 ) and phosphatidylethanolamine (phospholipid type II sensu Lechevalier et al., 1977) , respectively (Indananda et al., 2010; Ara et al., 2011; Otoguro et al., 2011) .
During a project on selective isolation of diverse actinomycetes from untapped soil regions, strain QAIII60
T was isolated from virgin forest soil of Kanas Nature Reserve, Xinjiang, north-west China. The isolate showed morphological and chemotaxonomic characteristics of the family Pseudonocardiaceae, but was genotypically different from recognized members of this family.
Strain QAIII60
T was isolated from a soil suspension pretreated with 1.5 % phenol after incubation for 3-4 weeks at 28 u C on 100-fold-diluted nutrient agar (Difco) supplemented with cycloheximide, nystatin, nalidixic acid (each at 50 mg ml
21
) and novobiocin (25 mg ml 21 ) (Qiu et al., 2008) . The isolate was maintained on N-Z-amine agar [DSMZ medium no. 554, containing (per litre distilled water) 10.0 g glucose, 20.0 g soluble starch, 5.0 g yeast extract, 5.0 g N-Z-amine, 1.0 g CaCO 3 , 15.0 g agar; pH 7.3] and stored as a glycerol suspension (20 %, v/v) at 220 uC. Biomass for chemical and molecular studies was obtained after cultivation in shake flasks (about 150 r.p.m.) using N-Z-amine broth at 28 u C for 1 week.
Morphological properties of strain QAIII60
T were examined on N-Z-amine agar and ISP 9 agar (Shirling & Gottlieb, 1966) plus D-sorbitol after 4-6 weeks at 28 u C using light microscopy (Axioskop; Zeiss) and scanning electron microscopy (Quanta 200; FEI). Cultural characteristics were determined from 4-to 6-week-old cultures grown at 28 u C on ISP media (Shirling & Gottlieb, 1966) , modified Bennett's agar and N-Z-amine agar. Carbonsource utilization was tested using ISP 4 without soluble starch, supplemented with each carbon source at 1 % final concentration. The production of H 2 S was tested on peptone-iron agar (Difco). Gelatin liquefaction, milk peptonization, nitrate reduction and starch hydrolysis were examined by methods described elsewhere (MacFaddin, 1980) . Decomposition of adenine, casein, guanine, hypoxanthine, L-tyrosine, urea and xanthine and acid production from carbohydrates were examined by the methods of Gordon et al. (1974) . Catalase activity was determined by assessing bubble production in 3 % (v/v) H 2 O 2 (Kovács, 1956) . Temperature, pH and NaCl concentration for growth were determined on N-Z-amine agar.
Identification of cell-wall amino acids and sugars in wholecell hydrolysates followed the procedures described by Staneck & Roberts (1974) . Polar lipids were extracted as described by Minnikin et al. (1984) and identified using two-dimensional TLC and spraying with specific reagents (Collins & Jones, 1980) . Biomass for quantitative fatty acid analysis was prepared from cultures grown on tryptic soy agar (Difco) for 14 days at 28 u C. Fatty acids were extracted, methylated and analysed using the Microbial Identification system (MIDI). Menaquinones were extracted by the method of Collins et al. (1977) and analysed by HPLC as described by Tamaoka et al. (1983) . Mycolic acids were determined by the acid methanolysis method of Minnikin et al. (1980) . The G+C content of the genomic DNA was determined by reversed-phase HPLC of nucleosides according to Mesbah et al. (1989) .
Extraction of genomic DNA and PCR amplification and sequencing of the 16S rRNA gene were performed using methods described elsewhere (Tamura & Hatano, 2001 ). The 16S rRNA gene sequences were aligned with sequences retrieved from GenBank using MEGA 4.0 (Tamura et al., 2007) . Phylogenetic trees were constructed using the neighbourjoining (Saitou & Nei, 1987) , maximum-likelihood (Felsenstein, 1981) and maximum-parsimony (Fitch, 1971) methods. The resultant tree topologies were evaluated by bootstrap analysis (Felsenstein, 1985) with 1000 resampled datasets. The calculation of pairwise 16S rRNA gene sequence similarities was achieved using the EzTaxon server (http:// www.eztaxon.org/; Chun et al., 2007) .
As observed by light microscopy on ISP 9 plus D-sorbitol, strain QAIII60
T formed a very scant, branched aerial mycelium. Scanning electron microscopy showed that the aerial hyphae fragmented into short spore chains with cylindrical spores (Fig. 1a) , but no sporangium-like structures were observed. Occasional septa were observed on the substrate mycelium, which did not fragment (Fig. 1b) . No mobile elements were observed. The isolate showed good growth on oatmeal agar (ISP 3), inorganic salts-starch agar (ISP 4), modified Bennett's agar and N-Zamine agar, moderate growth on yeast extract-malt extract agar (ISP 2), glycerol-asparagine agar (ISP 5) and tyrosine agar (ISP 7) and poor growth on carbon utilization medium (ISP 9). Beige to yellowish-brown or greyish-black substrate mycelium was formed on most media, but white aerial hyphae occurred only on ISP 3, ISP 4, ISP 5 and ISP 9 after 4-6 weeks. Greyish-black diffusible pigments were observed on ISP 7. Strain QAIII60 T could be differentiated from other members of the genus Actinophytocola by growth intensity, substrate mycelium colour, production of aerial mycelium and aerial mass colour on different media and production of diffusible pigmentation on ISP 7 (Supplementary Table S1 , available in IJSEM Online).
Strain QAIII60
T grew well on N-Z-amine agar at pH 6.0-8.0 (optimum pH 8.0), but scant growth was visible at pH 9.0. The isolate grew at 10-30 u C, but not at 37 u C, and with 4 % (w/v) NaCl. Other physiological properties that differentiate the isolate from members of the genus Actinophytocola are given in Table 1 and the species description.
The chemotaxonomic characteristics of strain QAIII60 T were a little different from those of members of the genus Actinophytocola (Table 2 ). Whole-cell hydrolysates of the isolate contained meso-diaminopimelic acid, arabinose, galactose, glucose, ribose and rhamnose (trace). The phospholipids were diphosphatidylglycerol, phosphatidylethanolamine, hydroxyphosphatidylethanolamine and a ninhydrin-positive phosphoglycolipid ( Supplementary  Fig. S1 ). Furthermore, four unidentified minor phospholipids were also detected. The menaquinones were MK-9(H 4 ) (23.5 %) and MK-10(H 2 ) (76.5 %). Mycolic acids were not detected. The major fatty acids were iso-C 16 : 0 (25.6 %), iso-C 14 : 0 (24.5 %), iso-C 16 : 1 H (16.9 %) and C 17 : 1 v6c (10.9 %). Other fatty acids that occurred in smaller amounts were iso-C 15 : 0 (6.9 %) and iso-C 12 : 0 (2.8 %). The DNA G+C content was 72.5 mol%.
16S rRNA gene sequence phylogenetic analysis indicated that strain QAIII60 T was most closely related to members of the genus Actinophytocola. The isolate formed a distinct monophyletic line that consistently but loosely clustered with the genus Actinophytocola (Fig. 2) ; the cluster was recovered with all treeing algorithms and had 86 % bootstrap support in the neighbour-joining tree. The isolate showed relatively low 16S rRNA gene sequence similarity with the type strains of recognized species of the T . Therefore, the distinct phylogenetic position and low 16S rRNA gene sequence similarities supported the differentiation of strain QAIII60
T from other members of the genus Actinophytocola. Because the reference strains shared 97.5-98.4 % 16S rRNA gene sequence similarity with each other and also ,70 % DNA-DNA relatedness (Ara et al., 2011; Otoguro et al., 2011) , which was well below the cut-off point recommended by Wayne et al. (1987) for the assignment of strains to the same genomic species, DNA-DNA relatedness between strain QAIII60
T and its closest phylogenetic neighbours was not determined. 
The combined phylogenetic, chemotaxonomic and phenotypic data demonstrate that strain QAIII60 T represents a novel species of the genus Actinophytocola, for which the name Actinophytocola xinjiangensis sp. nov. is proposed.
Description of Actinophytocola xinjiangensis sp. nov.
Actinophytocola xinjiangensis (xin.jiang.en9sis. N.L. masc. adj. xinjiangensis pertaining to Xinjiang, a province of north-west China, the source of the type strain).
Cells are aerobic and non-motile. Good growth occurs on ISP 3, ISP 4, modified Bennett's agar and N-Z-amine medium, on which beige to yellowish brown colonies and a non-fragmented substrate mycelium with occasional septa are formed. Scant aerial hyphae are produced on ISP 3, ISP 4, ISP 5 and ISP 9. The aerial mycelium fragments into short spore chains with cylindrical spores. Greyish-black diffusion pigments are produced on ISP 7. Growth occurs at pH 6.0-9.0 (optimum pH 8.0) and at 10-30 u C (optimum 25-30 u C). The maximum NaCl concentration for growth is 4 % (w/v). Positive for catalase, reduction of nitrate, liquefaction of gelatin, peptonization of milk and decomposition of casein, hypoxanthine, starch and urea, but negative for production of H 2 S and decomposition of adenine, guanine, L-tyrosine and xanthine. Utilizes adonitol, L-arabinose, cellobiose, dextrin, D-fructose, galactose, D-glucose, glycogen, glycerol, maltose, D-mannitol, D-mannose, L-rhamnose, D-sorbitol, sucrose, trehalose and D-xylose as sole carbon sources, but not inositol, lactose, 
